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Bacillus  RAPD . 
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Summary 
Testing of DNA of Bacillus y RAPD method, and the data 

was obtained regarding their genetic relationship. 
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-  RAPD 
.  

Summary 
RAPD-analysis of DNA of microorganisms-producers of Kazakh national milk beverages, kumiss and shoubat, 

had allowed to specify the systematic position of some previously undefined laboratory cultures of yeasts. 
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